Rearrangement of bacterial clones
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The CNRGV can reorganize recombinant clones from plant genomic
collections conserved at the centre, or from your own collections..

Procedure

The rearrangement of clones makes it possible to select a subset of clones from within
a given library. Based on a predefined list, the selected clones are reorganized on 96-
well or 384-well microtiter plates identified by a unique bar code.

Source Plates

0eo000O@0@000000
000O0O@000@000

00000000000
000000000000

00000000000
O00@e0000000O0®

e00@000000O00
000000000000

0@000000O0CO0@O0
00@0000@00080
00000000000
0000O0O0O@@O0000
000000000000
000000000000

00000000000
000@00@00000
000000000000
00000000000
000000000000
0e0000@00000

0000@00@0000
0@00000000CO0@
00000@0000@00
00000000000
000000000000
0@0000000000

00@e0000000@O0
000000000000
©@0000000@O0CO0®
000OO@0O0O@O00O@O0
000000000000
000000000000

\ 000009000000 /

000000000000
000000000000
000000000000
000000000000
000000000000
000000000000

Rearranged Plate

The rearranged plates are sent to the client together with the associated documentation.

Quality Control

Clones are rearranged with a high-throughput automated QpixIIXT Genetix station,
guaranteeing the traceability and faithful reproduction of the rearranged samples.
Service request

All requests for the rearrangement of libraries available from the CNRGV or other specific
libraries can be formulated via our website:

http://cnrgv.toulouse.inra.fr/
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