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French Plant Genomic Resource Center (CNRGV) is a non-for-profit service centre dedicated to plant genomics.

The objectives of the CNRGV are to gather, to conserve and to manage genomic libraries but also to provide high throughput molecular tools to the
scientific community.

The CNRGV is already in charge of more than 7 millions unique samples among more than 50 plant genomic libraries of model and crop plant.

* Because cloning of genomes into bacterial artificial chromosome (BAC) libraries constitutes an invaluable tool for genomic analysis, CNRGV
offers to construct plant BAC libraries.

* BAC library construction can be associated to our efficient 3D-pools production and screening methods. All this steps can be carried out at CNRGV.
This “3D-pools screening pipeline” has been developed and validated at CNRGV.

 Fast identification of large DNA regions of interest based on Non Gridded BAC Libraries method is set-up at CNRGV. It allows easier access to genic diversity.
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3D-pools : efficient tool for high-throughput BAC library screening

Schema of 3D-pools produced for the characterization of a quantitative resistance to Downy Mildew (Plasmopara halstedii) in cultivated Sunflower
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Fast BAC clones isolation in genotypes of interest : Non Gridded BAC Libraries strategy
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* Our aim is to avoid time and cost expensive steps of BAC clones organization in microplates in order to access efficiently the diversity among plant cultivars.

Various projects regarding wheat cultivars are already in progress through collaboration with INRA Clermont-Ferrand and CSIRO Canberra.
e.g. Mapping of the Gene SKr gene in Courtot wheat line

for details : Hélene Bergeés, "Strategies for Improving Genomic Region Isolation Using BAC Libraries"
Large Insert DNA Libraries and Their Applications Workshop - Sunday Morning, 10 January 2010 - 9:45 am

* We propose the fast BAC clones isolation method associated to BAC’s sequencing services using the 454 technology available at PlaGe, INRA, Toulouse.
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- Tomato: Physical mapping for sequencing of chromosome 7 (2) (2) Laboratoire de génomique et d'amélioration des fruits INRA/INP-ENSAT Toulouse - France

- Sunflower: SunyFuel et Mildew (3) (3,4) Laboratoire des Interactions Plantes Micro-organismes INRA/CNRS Toulouse —France

- Medicago: Various projects as Medicago Stock Center (4) {53 Gt s Forsstes o Proctos Forestais Ushanrs - Porvga

- Eucalyptus : Eucalyptus BAC libraries as tools to identify and characterize genomlc sequences involved in wood formation (5) des Plantes INRA-UR1052-GAFL Avignon - France
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- Chicory Genetic and physical mapping of the S-locus (Asteraceae) (8) (8) Stress abiotiques et différenciation des végétaux cultivés, UMR USTL/INRA1281/SADV Lille - France

- Sugarcane genome sequencing (9)

(9) Departamento de Botanica-IBUSP Sao Paulo, Brasil
(9) Structure et évolution des génomes CIRAD, UMR 1098 Montpellier, France

The libraries, tools and techniques presented above as well as similar tools produced on numerous plant species are available for scientific community
See more information and make your own request for specific genomic tool or service - or set up of collaborative project - on our web site

http://cnrgv.toulouse.inra.fr/
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